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1- Untranslated region (UTR)
2- Endogenous

3- Exogenous

4- P bodies

5- Cytoplasmic bodies
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3900 0 i (ox9id S8 i Lles 5 by T 05 Gl lish & jonie oS 039y
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1- Multi vesicular bodies (MVBs)
2- Endosomes
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